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Association between Interleukin-1B -511 Poflymorphism and Gastric Cancer of Different
Clinical and Pathological Characteristics
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Abstract; [Objective] The purpose of this study was to investigate the association of interleukin (IL)-1B —511 polymorphism
with the susceptibility to gastric cancer of different clinical and pathological characteristics, and the prognostic value of this
polymorphism to gastric cancer patients. [Methods] We analyzed single nucleotide polymorphism of IL-1B -511 in 563 gastric
cancer patients and 500 healthy controls using polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP)
method, and explored the association of this polymorphism with the risk of gastric cancer. Survival analysis was also performed in
the patients with gastric cancer. [Results] The -511 T/C polymorphism of the IL-1B gene was significantly associated with the
susceptibility to gastric cancer. The individuals carrying T allele had a significantly higher risk for developing gastric cancer
compared to those with CC genotype (OR = 1.60, 95% CI = 1.19 ~ 2,16, P = 0.0019). In old patients ( = 65-year-old), this
tendency was more significantly (OR = 2.35, 95% CI; 1.29 ~ 4.28, P = 0.006). Furthermore, the T allele was associated with
intestinal type (OR = 1.63, 95% CI = 1.18 ~ 2.24, P = 0.003) and poorly differentiated subtype of gastric cancer (OR = 1.74,
95% CI = 1.24 ~ 2.43, P = 0.001). Survival analysis demonstrated that there was no significant difference of survival rate in the
patients with different IL-1B —511 T/C polymorphism. [Conclusion] The T allele of IL-1B ~511 may contribute to gastric cancer
susceptibility. It is also associated with certain clinical and pathological characteristics of gasiric cancer. However, it is not an
independent prognostic factor for gastric cancer patients.
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Table 1 Adjusted Odds Ratios(OR) and 95% confidence intervals(CI) for gastric cancer in relation to IL-1B —511

genotypes
Genotype Controls(%) Cases(%) OR"(95%CI) P
CC 182(36) 143(25) 1 .
TC 253(51) 309(55) 1.50(1.10-2.05) V 0.010
TT 65(13) 111(20) 1.97(1.29-3.01) 0.002
TC/TT 318(64) 420(75) 1.60(1.19-2.16) 0.002

1) Adjusted for age and gender

%2 RBAIERA (Lauren) M5 IR 4 BN & F BHE IL-18 —511 EER L)

Table 2 TIL-1B -511 genotypic propertion for gastric cancer stratified by Lauren type and tumor differentiation

n(%),0R"(95% CI)

Genotype

CC TC TT TC/TT
Control 182(36)  253(51) 65(13) 318(64)
Lauren type
Intestinal 101(26) 203(52),1.49(1.06-2.08)? 85(22),2.14(1.37-3.35)»  288(74)1.63(1.18-2.24)?
Diffuse 6(23) 17(65),2.37(0.88-6.39) 3(4),1.25(0.29-5.41) 20(77),2.1(0.80-5.50)
Mix 23(28)  46(57),1.5(0.86-2.61) 12(15),1.5(0.69-3.27) 58(72),1.5(0.88-2.56)
Differentiation _
Moderate or Well ~ 29(28) 53(51),1.39(0.79-2.44) 23(22),1.71(0.83-3.51) 76(72),1.47(0.86-2.50)
Poor 80(25) 171(54),1.59(1.12-2.26)% 68(21),2.27(1.43-3.60)»  239(75),1.74(1.24-2.43)?

1) Adjusted for age and gender; 2) P<0.05

2.3 IL-1B -5S1IT S ER SRS L BEHEL
SN EEBERMESCBENSEE R
B IL-1B -511T A B F & (TC/TT) K41k
A4 T R A28 XU 36, OR {B 2.27 (P < 0.001, 95%
CI = 1.43 ~ 3.60); T 5 & 74k B Jo A &
(£2),
24 IL-1B -51T S EREE B E % K E B
ESEA
TEAEWS =65 B4 TL-1B —511T 25 I F
H (TC/TT) B 8 & 9 WG 8 3 18 A0, OR {5 2.35
(95% CI. 1.29 ~ 4.28, P = 0.006,% 3)HEEEH

MG IL-1B -511T 4507 3 5 B 98 Ko XK
ToH BAE S,

25 IL-1B ST EMERSBIEL £ 3B,
TNM 4 HIH9% &

IL-1B -511T & B FH 5 B i 1A 2 e AR
Jieg & A ER AL B TNM 43T AE . &5 CC e R A
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Table 3 IL-1B -511 genotypic proportion for gastric

cancer siratified by age groups n(%)
Genotype
CcC TC TT TC/TT
Age<40
Controls(%) 72(36) 102(51) 26(13) 128(64)
Cases 15(29) 26(50) 11(21) 37(71)
ORY 1.23 2.07 1.41
95% CI 0.62-2.53 0.84-5.09 0.72-2.76
Age 40~65
Controls(%) 78(34)  121(53) 30(13) 151(66)
Cases 78(27) 160(54) 56(19) 216(74)
ORY 1.23 1.70 1.32
95% CI 0.82-1.84 0.98-2.96 0.90-1.95
Age=65
Controls(%) 32(45)  30(42) 9(13) 39(55)
Cases 39(22)  83(54) 33(21) 116(75)
ORY 221 28 23
95% CI 1.17-4.18» 1.15-6.777 1.29-4.28%

1) Adjusted for gender; 2) P < 0.05
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Fig2 Survival curve of IL-1B ~511 genotype and prognosis

T4 BEWEHEXEZRNEZEE Cox @AM
Table 5 Cox multivariate regression analysis of potential

factors for overall survival in 537 gastric cancer patients

Variable

HR"(95% CI)

P-value

Age
Gender
Female
Male
Tumor staging
Ti
T2
T3
T4
Lymph node
Negative
Positive
Metastasis
No
Yes
Lauren classification
Intestinal
Diffuse or mix
Location
Cardiac
Non-cardiac
Differentiation
Poor
Moderate or well
IL-1B -511 genotype
CC
TC
TT

1.01(1.00-1.02)

1
0.92(0.69-1.24)

1
3.54(0.76-16.58)
6.27(1.49-26.38)
8.33(1.93-36.01)

1
2.13(1.39-3.28)

1
3.16(2.25-4.44)

1
1.19(0.75-1.87)

1
1.05(0.75-1.47)

L
0.86(0.58-1.26)
1

0.83(0.57-1.21)
0.67(0.40-1.11)

0.23

0.59

0.11
0.01
0.005

<0.001

<0.001

0.46

0.77

0.42

0.34
0.12

1) HR: hazard ratio
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